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This study aimed to establish a long-term fish diversity monitoring system in Inle Lake, an ancient lake in
Myanmar, using environmental DNA (eDNA) technology. Due to the COVID-19 pandemic and the military coup in
Myanmar, we had to change the planned two field surveys (dry/rainy seasons) to one. As a result, the plan was
partially reduced and modified, and the following results were achieved.

eDNA surveys in a remote area: In March 2020, in cooperation with the Myanmar Forest Department, eDNA
samples were collected by field filtration at a total of 39 sites in Inle Lake and surrounding water bodies.

eDNA experiments and reference database construction: Fish faunal data were obtained at each site using the
MiFish metabarcoding method. A reference database containing a total of 57 species with 97% coverage of known
inhabitant species was constructed from our accumulated samples.

Spatial patterns of fish diversity and invasive species: Forty-two reported and two unreported species were
detected (average 13 species). Non-native species were widespread, with tilapia, a highly invasive species, detected
at all sites. Wetlands were characterized by their fauna, and the importance of the Samkar wetland downstream of
Inle Lake for fish diversity was highlighted.




MERRESR  ED Bl

HEHRE (2T | BB -
& | ovsn) | s 217
(EX) | KANO, Yuichi
FRMSE A | AN KEEETRLL R0 ODRERS L5 — - AKIE
(g% | @M BT
S | s | 107 43
(EX) | TOKUGHI, Naoko

B -BE | REBKET 4 — L FREZEHERAR L2 — - &R

(=) WA &L

S | oosnr) [ v=Ee o

(EX) YAMAMOTO, Satoshi

= e REAKXKFRFZREFZWER - 1% (R EXHEHREIAERE - B&A
FriEt8Re - B4 RGOS TEMAE - BTE)

(&)

K
g | PEHTF)

(&30

AR LRS- BB

(&)

K
g | PEATF)

(&30

AR LRS- BB

(&)

K
g | PEATF)

(&30

AR RS - BB

(&)

K
g | PEATF)

(&30

AR RS - BB

(&)

K
g | PEATF)

(&30

AR RS - BB




